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Introduction

Bovine immunodeficiency virus (BIV) is an
infectious pathogenic lentivirus in the family
Retroviridae. BIV infections are lifelong and
generally subclinical (Amborski et al., 1989; Belloc
et al., 1996). There are some evidences that BIV can
cause immunosuppression with increased incidences
of secondary bacterial infections in herds with high
seroprevalences (Burkala et al., 1999; Carpenter et
al., 1992; Cyrcoats et al., 1994; Evermann et al., 1997;
Gonda et al., 1987; Gonda et al., 1994; McNab et al.,
1994; Fakur et al., 2008) or following experimental
infections (Yilmaz et al., 2008). It has also been
suspected that the stress of parturition in BIVinfected
cows is associated with the progression of other
bovine viral and bacterial infections (Cyrcoats et al.,
1994; Gonzalez et al., 2001a,b).

Bovine viral diarrhea virus (BVDV) is one of the
most important viral pathogens of cattle, affecting
herds worldwide and causing significant economic
impacts. Many production losses from BVDV occur
(e.g. reduced milk production and conception rate,
respiratory disorders, and increased susceptibility to
other disease) (Lambeth et al., 2007).

While pathogenic and economic effects of BVDV
are known clearly, the role of BIV in animal disease
remains controversial. Since both these viruses have
suppressor effects in the bovine immune system,
existence of a synergism between BVDV and BIV is
possible in the co- infected cases. Therefore, we
proposed that each virus may predispose cattle to
other infection. In this study, we tried to determine a
correlation between these active infections without
focusing on how this synergism occurs. 
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Abstract:

BACKGROUND: BIV is a well-known bovine immunosup-
pressive cause, but its pathogenesis has not been well
characterized. It seems that it is possible that cofactors such as
co- infection with other bovine viral pathogens may play a role
in enhancing the pathogenesis of BIV infection; BVDV also has
immunosuppressive effects. OBJECTIVE: The aim of this study
was determination of possible correlation between BIV and
BVDV infections. METHODS: Blood samples were randomly
collected from a total of 1800 cattle in dairy industrial farms in
Isfahan and Chaharmahal va Bakhtiari provinces of Iran. First
BIV or BVDV positive sera were screened by ELISA, and then
samples were analyzed to detect BIV proviral DNA or BVDV
RNA, using PCR. RESULTS: Out of 1800 blood samples, 19
(1.06%) samples were BVDV positive, while BIV positive
samples were 10 (0.55%). Nine (0.5%) samples contained both
BIVand BVDVgenomes and were positive in ELISA, while one
of the samples (0.05%) was only BIV positive. CONCLUSIONS:

In this study, there was a statistically significant relationship
between BIV status and BVDV infection using Chi square and
Pearson's correlation coefficient test (p=0, r=0.65).



Materials and Methods

Herd management and size: The samples were
obtained from dairy industrial provinces in Isfahan
and Chaharmahal va Bakhtiari provinces of Iran from
2008 to 2009 from 1800 cattle. These industrial herds
use more advanced technology with average milk
production from about 4300 to 7900 Kg/cow/year.
The populations of these industrial farms were
between 100 and 7500. The total 20 herds for
sampling were categorized by density such as: 8 small
(100-500), 9 medium (500-2000), and 3 large herds
(||“|2000). We eliminated the effect of cows' age on
BVDVor BIVprevalence by selecting the cattle in the
same age (2 <age < 3 years). The cow population of
the tested herds included was 1800. We collected
samples from all of these farms so that one-tenth of
the population between 2 and 3 years old from each
farm to be sampled. All of the cows were Holstein
breed. They were housed in an intensive system.
About 95% of the herds had free-stall system. The
calves were kept in individual boxes. All of the female
cows were vaccinated against brucellosis. The
animals were immunized against foot and mouth
disease and clostridial diseases according to routine
schedule in Iran. All of the herds used artificial
insemination. 

Blood sampling and DNA/RNA extraction:
The samples were obtained from dairy industrial
provinces in Isfahan and Chaharmahal va Bakhtiari
provinces of Iran during the period of 2008-2009
from 1800 cattle and then were centrifuged (2000
rpm/ 50 min) to obtain serum samples. Blood samples
were randomly collected from cows that were
between 2 and 3 years old (We gave a number to each
cow, then using SPSS v. 16, from the transform menu-
->random number generator-->under the Active
Generator Initialization, clicking on random, we
selected a random number). The sera were stored at -
20ºC until further use. All serum samples were
analyzed to detect anti BIV and BVDV antibodies
applying Lab-ELISA and I-ELISA respectively. For
PCR assay confirming the BIV serology results,
blood samples with EDTA were obtained from
seropositives and seronegatives dairy cows, and
Genomic DNAwas extracted from peripheral PBMC
using the DNA isolation kit for mammalian whole
blood (Roche Applied Science) according to the

manufacturer's directions within 48h. For RT-PCR
assay confirming the BVDV results in ELISA, blood
samples with Heparin Sodium were obtained from
seropositives. Seronegatives dairy cows and total
RNAwas extracted from sera using the Qiagen RNA
extraction kit (Qiagen RNeasy Mini kit, catalogue
number: 52906) according to the manufacturer's
directions within 24 h. Then cDNAs were made using
Fermentas cDNA synthesis kit (catalogue number:
K1622) according to the manufacturer's instructions.

Detection of anti- BIV antibodies by labeled
avidin- biotin enzyme-linked immunosorbent sssay
(Lab- ELISA):Serological analysis was performed on
1800 serum samples using a synthetic peptide derived
from the available sequence of the transmembrane
(TM) glycoprotein of BIV-FL112, produced at the
Veterinary Laboratories Agency, Weybridge, Surrey,
UK (Scobie et al., 1999). The results were expressed as
the absorbance at 405 nm. Asample to positive ratio was
calculated based on the positive and negative control
sera included (Generous donations from Jean Pierre
Frossard -Veterinary Laboratories Agency, UK) in each
plate (Scobie et al., 1999).

Detection of anti- BVDV antibodies by I-
ELISA: Samples were tested with an indirect ELISA
(SVANOVIR™ BVDV-Ab ELISA, Svanova
Biotech AB, Sweden, cat. no: P06029) according to
the manufacturer's instructions.

Sample and reference optical density (OD) values
were corrected before interpretation by subtracting
the OD values of the corresponding wells containing
the control antigen. The antibody titer was interpreted
on the basis of the percentage positivity (PP) by
dividing the sample OD values by positive reference
sample OD values. According to the kit's instruc-
tional manual, the criteria for a sample to be assessed
as positive was PP|“|14. 

Detection of BIVby PCR assay:The presence of
BIV was detected using the Gene Pak DNAPCR test
kit specific for the gag gene of BIV (catalogue
number 12134 and from Isogene Lab Ltd, Moscow).
The assay was performed according to the
manufacturer's instructions. The PCR products were
visualized after electrophoresis in 1.3% agarose by
staining with ethidium bromide and compared to
DNAmarkers (50 base pair ladder, Fermentas). 

Briefly, in PCR test for detection of BIV proviral
DNA, each PCR microtube contained 10 µL PCR
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diluents, 5 µLMaster mix and 5 µLDNAsample. The
thermal cycling conditions for the amplification were
1 cycle for 2 min at 95ºC, 30 cycles of 45s at 95ºC, 45s
at 58ºC and 60s at 74ºC, with a final extension step of
2 min at 74ºC. Positive and negative controls
(Generous donations from Jean Pierre Frossard -
Veterinary Laboratories Agency, UK) were included
in each analysis. Six microliters of the amplified
products were loaded on a 1.3% agarose gel and were
visualized by staining with ethidium bromide and
compared to DNA markers (50 base pair ladder,
Fermentas). 

Detection of BVDV by RT-PCR assay: The
optimized RT-PCR assay was used to screen pooled
sera under diagnostic laboratory conditions. A
volume of 100 µLof serum from each cow was pooled
in groups of 10 samples, and RNA was extracted
according to the manufacturer's instructions (refer to
the Qiagen RNeasy Mini Kit protocol available
online). For RT-PCR, a BVDVspecific PCR was used
as Pfe¡er et al. described (Pfe¡er et al., 2000). The
BVDV reactive 324 (5´- ATG CCC TTA GTA GGA
CTA GCA -3´) and 326 (5´- TCA ACT CCA TGT
GCC ATG TAC-3´) primers (17) flank a 288bp DNA
fragment were selected. The amplification mixtures
(50µL) consisted of 5µL 10 x reaction PCR buffer
(Promega), 5µL of 25 mM MgCl2, 1mµL of 2mM
each dNTP (Pharmacia), 15pmol of each primer, 1U
Taq DNA polymerase (Promega), and 3µL cDNA.
Positive and negative controls were provided by the
manufacturer were included in each test. In vitro,
amplifications were performed in a Thermal Cycler
(Corbett Research, Australia) using the following
thermal profile: denaturation at 94°C for 1 min,
annealing for 1 min at 56°C, extension at 72°C for 1
min. After 36 cycles, the last extension step was
prolonged for 7min.

After revealing the BVDV positive pool samples
in the RT-PCR test, the same test was performed on
each of the 10 samples in a positive pool sample
separately.

Statistical analysis: The results were analyzed
using Chi square and Pearson's correlation coef-
ficient tests by using SPSS software v.16.

Results

Co-infection and statistics: The rate of active

infections of BIVand BVDVin dairy farms in Isfahan
and Chaharmahal va Bakhtiari provinces were 0.55%
(No. 10) and 1.06% (No. 19), respectively (Table 1
and 2). Nine samples out of 1800 bovine sera (0.5%)
were positive for both BIV and BVDV at the same
time. They contained both BIV proviral DNA and
BVDV RNA and were also positive in ELISA test.
One sample (0.05%) was only BIVpositive (Table 4).
Out of BIV positive samples (n=10) 9 samples (90%)
were BVDV positive in ELISA and PCR tests, while
among BIV negative samples (n=1790) 10 (0.55%)
samples were BVDVpositive. In this study, there was
a statistically significant relationship between BIV
status and BVDV status using Chi square and
Pearson's correlation coefficient test (p= 0, r = 0.65)
(table 4). 

I-ELISA: Of the 1800 samples, 19 (1.06%) were
BVDV seropositive using I-ELISA test, while 10
(0.55%) samples were positive in BIV Lab-ELISA
test. In ELISAtests performed in this study, 9 (0.5%)
sera had antibodies against both BIV and BVDV. S/P
ratios of the BIV positive samples were from 0.27 to
1.86, while BVDV positive PP values were from 20
to 124. Tables 2 and 3 show the results.

PCR: The presence of BIV provirus was detected
using PCR test specific for the gag gene of BIV in
peripheral blood mononuclear cells (PBMCs) from
the bovine samples using the Gene Pak DNAPCR test
kit. The BIV-specific band with the size of 298bp was
detected in DNA positive control sample. The
positive PCR products were in the same size as those
from the positive control sample, while as expected,
a 288bp DNA fragment was amplified in BIV-
positive samples using the general BVDV primers
324 and 326. This band also was detected in positive
control sample for BVDV.

Discussion

In this study, we found a consistency between
serological and genomic detection of BVDVand BIV
results. 

Seroepidemiological studies of BIV infections in
cattle have been reported in many countries
(Amborski et al., 1989; Baron et al., 1998; Belloc et
al., 1996; Burkala et al., 1999; Carpenter et al., 1992;
Cyrcoats et al., 1994; Evermann et al., 1997; Gonda
et al., 1987; Gonda et al., 1994; McNab et al., 1994;
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Fakur et al., 2008; Yilmaz et al., 2008). Despite the
worldwide distribution of BIVinfection, whether the
presence of BIV in a host leads to primarily
pathologic changes or can cause secondary bacterial
and/or viral infections as a predisposition factor has
not been fully elucidated. Under practical conditions,
infection with BIV has a different effect on the host
than has been observed under experimental
conditions. The presence of BIV combined with the
stresses associated by parturition and a modern dairy
production system was considered causal for the
development of secondary diseases in immuno-
compromised cattle. The frequent development of
concurrent infections in BIV-infected animals
suggested that persistent BIV infection had a role in
reducing functional immune competence, in ac-
cordance with other studies. 

It has been hypothesized that infection with BIV,
and potential consequent immunosuppression, might
predispose cattle to infection by other agents
(Nikbakht Borujeni et al., 2010). The co-infection of
BIV and BVDV in dairy cattle in Iran is not reported.

In our study, the overall BIV-seroprevalence in
industrial dairy farms was 0.55%. The prevalence of
BVDV active infection in industrial farms was
1.06%. Therefore, BVDV active infection is more
common than BIVinfection in the Iranian cattle in the
studied industrial farms. Previously, the presence of
antibodies against BIV in dairy cattle of non
industrial farms in Iran was reported by Nikbakht
Borujeni et al., (2010) and Tajbakhsh et al., (2010).
The BIV seroprevalence in these studies were 20.3%
and 60%, respectively, which are much more than
expected in the world average (4 - 5%).

Also, in the previous studies performed by Iranian
researchers (Fakur et al., 2008; Badiei et al., 2010;
Morshedi et al., 2004) on BVDV seroprevalence, the
rate of infection in non industrial farms in Shiraz,
Urmia, and Sanandaj provinces of Iran were 37-86%,
31.38% and 27.7%, respectively. Previous studies of
these viruses have done in non- industrial farms in
Iran, so these findings may vary with our results. The
main cause of difference was interpretation of results.
We only consider active infection which showed both
anti - BVDV antibodies and viral RNA, but in
previous published data, the researchers recorded
only seropositive which had only antibodies and it
showed previous or transient infection. In the study
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BIV seronegtive BIV positive Total

Number
of

samples

BVDV
positive
samples

Number
of

samples

BVDV
positive

Number
of

samples

BVDV
positive

1790
10

(0.55%)
10 

9
(0.5%)

1800
19

(1.06%)

Table 1. Co-infection of BVDV and BIV with PCR and ELISA
tests: Using ELISA and PCR tests. Out of 1800 cattle 9 (0.5%)
samples were positive for both BIV and BVDV.

BIV Prevalence BVDV Prevalence

Number of
samples

BIV
seropositive

samples

Number of
samples

BVDV
seropositive

samples

1800 10 (0.55%) 1800 19 (1.06%)

Table 2. Seroprevalence of BVDV and BIV in Isfahan and
Chaharmahal va Bakhtiari areas. 

No Location of the herd Sample
number PP

1 Isfahan 135 124
2 Isfahan 138 24
3 Isfahan 140 20
4 Isfahan 201 25
5 Isfahan 941 20
6 Isfahan 945 30
7 Isfahan 949 25
8 Isfahan 1292 100
9 Isfahan 1293 110

10 Isfahan 1294 26
11 Isfahan 1 35
12 Isfahan 2 43
13 Isfahan 3 27
14 Isfahan 4 65
15 Isfahan 5 54
16 Chaharmahalo Bakhtiari 6 76
17 Chaharmahalo Bakhtiari 7 62
18 Chaharmahalo Bakhtiari 8 35
19 Chaharmahalo Bakhtiari 9 47

Table 3. CODs and PP values for BVDV seropositive samples:
Sample and reference optical density (OD) values were
corrected before interpretation by subtracting the OD values of
the corresponding wells containing the control antigen. The
antibody titer was interpreted on the basis of the percentage
positivity (PP) by dividing the sample OD values by positive
reference sample OD values. According to the kit's instructional
manual, the criteria for a sample to be assessed as positive was as
PP|“|14.

BVDV positive BVDV negative p-value

BIV negative 10 1780 0

BIV positive 9 1 0

Table 4. Statistical results for co- infection of BVDV and BIV.
Out of 1800 cattle 9 (0.5%) samples contained both BIV and
BVDV genomes and were positive in ELISA while one of
samples (0.05%) was only BIV positive.



performed by Badiei et al. in Shiraz, cows in semi-
industrial herds were tested (the populations of the
herds were between 50 and 1700). Talebkhan
Garoussi et al. (Talebkhan Garoussi et al., 2009) have
found higher BVDV seroprevalence among the
industrial dairy cattle herds in suburb of Mashhad in
Iran (72.25%). As mentioned above , the main cause
of difference between our study and Talebkhan
Garoussi et al.'s survey was using the method for
finding positive cows. They had just used serology to
find seropositive cows, while in this study we try to
find active infection with BVDV. However, we have
eliminated the age effect on prevalence of these two

infections by selecting an age group.
The aim of this study was not to investigate the

prevalence of BVDV or BIV in herds of Isfahan and
Chaharmahal va Bakhtiari provinces of Iran; we were
looking for a meaningful relationship between co-
infection with both viruses. So far, co- infection of
BVD and BIV has not been studied. Carpenter et al.
for characterization of early pathogenic effects after
experimental infection of calves with BIV attempted
to separate the effects of BVDV and BIV in their
study. The authors believed that fever and leucopenia
are characteristic of acute infection with BVDV that
is a common contaminant of cell culture and previous
infection with this virus is causing confusion in
identifying the exact symptoms of the BIV.

In fact, they were convinced that no synergism
existed between these two viruses, but they saw that
in the cattle which was co-infected with BIV and
BVDV or cell cultures that were contaminated with
BVDV, BIV has caused more changes. The patho-
genesis of the BIV infection has not been well
characterized. Experimentally-infected animals did
not develop immunodeficiency. It is possible that co-
factors may play a role in enhancing the pathogenesis
of BIVinfection, and one of these co-factors could be
bovine viral diarrhea virus (BVDV) because of its
immunosuppressive effects. (Carpenter et al., 1992)

In the present study, a seroepidemiological survey
of BIV and BVDV was performed to determine a
correlation between BIV and BVDV infections. We
found a statistically significant relationship between
these viruses infections. 

Overall, among 1800 cattle tested, 19 (1.06%)
were BVDV positive and 9 (0.5%) animals were
positive to both BIV and BVDV. The statistical
analysis shows a p value less than 0.05 (p=0.0) for the
chi square test, and r equal to zero. These indexes
demonstrated there is an association between BIV
and BVDV infections.

This study had some limitations. First, it was
difficult to know whether the disorders observed
were due to BIV or BVDV infections alone; because
of the fact that BIV-positive or BVDV positive cattle
were not further analyzed for other infectious agents
like viruses or bacteria that may play a role in that kind
of clinical disorder. Second, it is difficult to select
uniform patient and control populations in animal
studies. Therefore, control animals were selected
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Figure 1. BIV-gag PCR amplification products following
electrophoresis. L= 50bp DNAladder, 11= positive control (BIV
infected animal), 1= negative control (uninfected animal), 2 to 10
samples (Iranian animals), 7= a negative sample.

Figure  2. BVDV RT-PCR  amplification  products  following
electrophoresis. (BVDV RT-PCR  test  was  performed  on  BIV
positive  samples). L=  100bp  DNA ladder,  7=  positive  control
(BVDV infected  animal),  6=  negative  control  (uninfected
animal),  1,2,3,5  are  BVDV positive  samples.



from among BIV-seronegative cattle from the same
herds including BIV-positive animals, because of the
fact that some factors, i.e. climate, magnitude of farm,
and management, are well known to affect the health
status of dairy cattle. Third, the number of lactations
could have been recorded in the present study was
limit. 

Co -factors such as BVDVinfection may enhance
the pathogenesis of BIV infection, and BIV can be a
risk factor for other infections such as BVD. It is
difficult to distinguish in cattle co-infected with these
viruses, which of them predispose the infection with
the other. On the other hand, we did not determined
viral cytopathogenicity. While pathogenic and
economic effects of BVDV are known clearly, the
role of BIV in animal disease remains controversial.
Since these two viruses have suppressor effects in the
bovine immune system, the existence of a synergism
between BVDVand BIVis hypothetically possible in
the co-infected. In this study, we tried to determine a
correlation between these infections without
focusing on how this synergism occurs. We found a
statistically significant relationship between BIV
status and BVDV status using Chi square and
Pearson's correlation coefficient test (p=0, r=0.65)
and high co-infection rate of these 2 viruses can
support our hypothesis, but it needs further studies.

Conclusions

In this study, the statistical analysis shows P= 0.0
for the chi square test, and r=0.65 demonstrated there
is a statistical association between BIV and BVDV.
So, the existence of a synergism between BVDV and
BIV is possible in the co-infected cases.
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|̂ßýlû 
qìýñú» ìÇBèÏú:ôüpôx ÎBìê ðÛ¿Bó Aüíñþ âBô|)VIB(|, üßþ Aq GBoqOpüò ÎõAìê upÞõJ| Þññlû» uývPî Aüíñþ âBôìdvõJ ìþ|yõk, AìB oôðl

GýíƒBoüƒrAüþ Aüò ôüpôx OBÞñõó Gú kouPþ yñBgPú ðzlû AuQ. Gú ðËpìþ|oul Þú ÞõÖBÞPõoøBüþ ðËýp@èõkâþ OõACï GB uBüpÎõAìê ôüpôuþ

GýíBoürAÿ âBôkoOÛõüQ oôðl GýíBoÿ|qAüþ Kw Aq Î×õðQ GB VIBðÛ{ kAyPú GByl. ôüpôx ÎBìê AuùBë ôüpôuþ âBôøB |)VDVB(| ðýr@SBo

upÞõJ| Þññlâþ Aüíñþ kAok. ølÙ:ølÙ Aüò ìÇBèÏú OÏýýò AoOHBÉ AcPíBèþ Gýò Î×õðQ|øBÿ |VDVB| ô|VIB| Gõk. oô} ÞBo:ðíõðú|øBÿ

gõó Gú ÆõoO¿BkÖþ Aq ìXíõÑ 0081 âBôkoÖBoï|øBÿ ¾ñÏPþ AuPBó|øBÿ A¾×ùBó ô̂ùBoìdBë ôGhPýBoÿ WíÐ| @ôoÿ ylðl. koAGPlA, ðíõðú|øBÿ

upìþ Aq ðËp@èõkâþ Gú ôüpôx|øBÿ VDVBôVIBGB @qìõó AæürA ÒpGBèãpÿ yl. uLw, Gú ìñËõoyñBuBüþ |AND| Kpôüpôuþ VIB| ô

|ANR| ôüpôx |DVB| GB @qìBü{ |RCP| Gpouþ ylðl. ðPBüY:Aq ìýBó 0081 ðíõðú, 91 ìõok (60/1%) |VDVB| ìTHQ Gõkðl, kocBèþ| Þú OÏlAk

ìõAok @èõkû Gú |VIB| 01 ìõok (55/0%) Gõk. ðú ðíõðú (5/0%) @èõkâþ sðõìþ Gú øpkôôüpôx oA ðzBó kAkðl kocBèþ| Þú OñùB üà ðíõðú (50/0%)

ÖÛÈ @èõkâþ Gú |VIB| oA ðzBó kAk. ðPýXú| âýpÿ ðùBüþ:koAüò ìÇBèÏú GB AuP×Bkû Aq @qìõó|øBÿ @ìBoÿ ÞBÿ AußõAüpôÂpüI øíHvPãþ Kýpuõó

AoOHBÉ  ìÏñþ|kAo@ìBoÿ Gýò ôÂÏýQ @èõkâþ Gú |VIB| ô|VDVB| ìzBølû yl |(56/0=r, 0=p).

ôAsû øBÿÞéýlÿ:| |VIB|, VDVB|, Î×õðQ OõACï

∗)ðõüvñlû ìvõöôë: Oé×ò: 7244244 (183)89+     ðíBGp: 2144244 (183)89+      | ||ri.ca.tu.inmula@irathkom.a|||:liamE|
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